Listing of Claims: 

This listing of claims will replace all prior versions and listings of claims in the 
application: 

1. (Withdrawn) A method for detecting a cancer in a tissue sample/ the method 
comprising the steps of: 

(a) providing the tissue sample; and 

(b) analyzing the tissue sample for the presence of a SIM2 marker, wherein 
presence of the SIM2 marker in the tissue sample indicates that the tissue-sample contains a 
cancer. 

2. (Withdrawn) The method of claim 1, wherein the tissue sample is selected from 
the group consisting of a colon tissue sample, a prostate tissue sample, and a pancreas tissue 
sample. 

3. (Withdrawn) The method of claim 1, wherein the tissue sample is a prostate tissue 

sample. 

4. (Withdrawn) The method of claim 1, wherein the tissue sample is a pancreas 
tissue sample. 

5. (Withdrawn) The method of claim 1, wherein the tissue sample is a colon tissue 

sample. 

6. (Withdrawn) The method of claim 1, wherein the SIM2 marker is a SEM2 nucleic 

acid. 

7. (Withdrawn) The method of claim 6, wherein the SIM2 nucleic acid is a SIM2 
mRNA. 
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8. (Withdrawn) The method of claim 6, wherein the SIM2 nucleic acid is a native 
SIM2 nucleic acid. 

9. (Withdrawn) The method of claim 8, wherein the native SIM2 nucleic acid has a 
nucleotide sequence selected from the group consisting of SEQ ID NO:l and SEQ ID NO:2. 

10. (Withdrawn) The method of claim 6, wherein the step (a) of providing a tissue 
sample comprises obtaining the tissue sample from a human subject; and the step (b) of 
analyzing the -tissue sample comprises isolating RNA-from the tissue sample; generating cDNAs 
from the isolated RNA, amplifying the cDNAs by PCR to generate a PCR product, and 
electrophoretically separating the PCR product to yield an electrophoretic pattern. 

11. (Withdrawn) The method of claim 10, wherein the step of amplifying the cDNAs 
by PCR is performed using an oligonucleotide primer comprising a nucleotide sequence selected 
from the group consisting of SEQ ED NOs:7, 8, 15, and 16. 

12. (Withdrawn) The method of claim 10, wherein the step of amplifying the cDNAs 
by PCR is performed using a first oligonucleotide primer and a second oligonucleotide primer, 
the first oligonucleotide primer comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs:7 and 15, and the second oligonucleotide primer comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs:8 and 16. 

13. (Withdrawn) The method of claim 12, wherein the presence of a 472 base pair 
nucleic acid in the electrophoretic pattern indicates that the tissue sample contains a cancer. 

14. (Withdrawn) The method of claim 6, wherein the step (b) of analyzing the tissue 
sample for the SIM2 nucleic acid comprises contacting the tissue sample with an oligonucleotide 
probe that hybridizes under stringent hybridization conditions to a polynucleotide having a 
nucleic acid sequence selected from the group consisting of SEQ ID NO:l, SEQ ID NO:2, the 
complement of SEQ ID NO:l, and the complement of SEQ ID NO:2. 
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15. (Withdrawn) The method of claim 14, wherein the oligonucleotide probe 
comprises the nucleic acid of SEQ ID NO:9. 

16. (Withdrawn) The method of claim 14, wherein the oligonucleotide probe further 
comprises a detectable label. 

1 7. (Withdrawn) The method of claim 1 , wherein the SIM2 marker is a SIM2 protein. 

18. (Withdrawn) The method of claim 17, wherein the SM2 protein is a native SIM2 

protein. 

19. (Withdrawn) The method of claim 18, wherein the native SIM2 protein has an 
amino acid sequence selected from the group consisting of SEQ ID NO:3 and SEQ ID NO:4. 

20. (Withdrawn) The method of claim 1 7, wherein the step (a) of providing a tissue 
sample comprises obtaining the tissue sample from a human subject; and the step (b) of 
analyzing the tissue sample comprises contacting at least a portion of the tissue sample with a 
probe that specifically binds to the SIM2 protein. 

21. (Withdrawn) The method of claim 20, wherein the probe comprises a detectable 

label. 

22. (Withdrawn) The method of claim 20, wherein the probe comprises an antibody. 

23. (Withdrawn) The method of claim 23, wherein the antibody specifically binds to 
the peptide of SEQ ID NO: 14. 

24. (Withdrawn) The method of claim 1, wherein the tissue sample comprises a cell 
isolated from a source selected from the group consisting of feces, urine, and peripheral blood. 
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25. (Currently amended) A method of decreasing SIM2 short form gene expression 
comprising the steps of: 

(a) providing a cell that expresses a SIM2 short form gena nucleic acid having the 
sequence of SEP ED NO:2 ; and 

(b) introducing into the cell an agent that decreases the expression of th e SIM 2 short 
form g e n e a nucleic acid having the sequence of SEO ID NO:2 or a complement of SEP ID 
NP:2 in the cell. 

- 26.- (Currently amended) The method of claim 25, wherein the agent is an 
oligonucleotide that hybridizes under stringent conditions to a nucleic acid having the sequence 
of SEP ID NP: 2 or a complement of SEP BP NO:2, said oligonucleotide being selected from 
the group consisting of an antisense oligonucleotide, a ribozvme, and a triple helix-forming 
molecule. 

27. (Currently amended) The method of claim 26, wherein the agent is an antisense 
oligonucleotide t hat hybridizes under stringent hybridization conditions to a nucleic acid having 
a sequence that is a complement of a nucleic acid having the sequence of SEP ID NP:2. 

28. (Cancelled) 

29. (Currently amended) The method of claim 28, 27 wherein the antisense 
oligonucleotide less than about 100 nucleotides in length and compris e s a s e qu e nc e that is a 
compl e ment of a nucleic acid that e ncodes the SIM2 short form protein . 

30. (Currently amended) The method of claim 27, wh e r e in the antis e ns e 
oligoncl e otid e compris e s A method of decreasing SIM 2 short form gene expression comprising 
the steps of: 

(a) providing a cell that expresses a SIM2 short form nucleic acid having the 
sequence of SEP ID NP:2: and 

(b) introducing into the cell an agent that decreases the expression of a nucleic acid 
having the sequence of a complement of SEP ID NP:2 in the cell wherein the agent is an 
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antisense oligonucleotide that hybridizes under stringent hybridization conditions to said 
sequence that is a complement of a nucleic acid having the sequence of SEP ID NO:2, said 
antisense oligonucleotide being at least 18 nucleotides in length and 
comprising the nucleic acid sequence identified as SEQ ID NO: 12. 

31 . (Withdrawn) A method of identifying a test compound that modulates expression 
of a SIM2 gene in a cell, the method comprising the steps of: 

(a) providing a cell expressing a SIM2 gene; 

(b) . contacting the cell with the test compound; and 

(c) detecting a modulation in the expression of the SIM2 gene, wherein detecting the 
modulation indicates that the test compound modulates expression of the SIM2 gene. 

32. (Withdrawn) The method of claim 31, wherein the cell is derived from a tissue 
sample selected from the group consisting of a colon tissue sample, a prostate tissue sample, and 
a pancreas tissue sample. 

33. (Withdrawn) The method of claim 3 1 , wherein the step of detecting the 
modulation in the expression of the SIM2 gene comprises analyzing the cell for a change in the 
intracellular concentration of a SIM2 marker. 

34. (Withdrawn) The method of claim 33, wherein the SIM2 marker is a SIM2 
nucleic acid. 

35. (Withdrawn) The method of claim 34, wherein the SIM2 nucleic acid is a SIM2 
mRNA. 

36. (Withdrawn) The method of claim 33, wherein the SM2 nucleic acid is a native 
SIM2 nucleic acid. 

37. (Withdrawn) The method of claim 36, wherein the native SIM2 nucleic acid has a 
nucleotide sequence selected from the group consisting of SEQ ID NO:l and SEQ ID NO:2. 
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38. (Withdrawn) The method of claim 33, wherein the SIM2 marker is a SIM2 

protein. 

39. (Withdrawn) The method of claim 38, wherein the SIM2 protein is a native SM2 

protein. 

40. (Withdrawn) The method of claim 39, wherein the native SIM2 protein has an 
amino acid sequence selected from the group consisting of SEQ ED NO:3 and SEQ ID NO:4. 

41 . (Withdrawn) A method for reducing the growth rate of a cancer comprising a cell 
expressing a SIM2 protein, the method comprising the step of: contacting the cell with an agent 
that inhibits the expression of the SIM2 protein in the cell. 

42. (Withdrawn) The method of claim 41, wherein the agent is an oligonucleotide. 

43. (Withdrawn) The method of claim 42, wherein the agent is an antisense 
oligonucleotide. 

44. (Withdrawn) The method of claim 43, wherein the antisense oligonucleotide 
hybridizes under stringent hybridization conditions to a polynucleotide that encodes the SIM2 
protein. 

45. (Withdrawn) The method of claim 44, wherein the antisense oligonucleotide is at 
least 18 nucleotides in length and comprises a sequence that is a complement of a nucleic acid 
that encodes the SIM2 protein. 

46. (Withdrawn) The method of claim 42, wherein the antisense oligonucleotide 
comprises a nucleic acid sequence selected from the group consisting of SEQ ID NOs: 1 1 and 
12. 
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47. (Withdrawn) The method of claim 46, wherein the nucleic acid sequence is SEQ 
IDNO:12. 



48. (Withdrawn) The method of claim 41 , wherein the cancer is selected from the 
group consisting of a colon cancer, a prostate cancer, and a pancreas cancer. 

49. (Withdrawn) The method of claim 41, wherein the cancer is a colon cancer. 

50. (Withdrawn) The method of claim 41 wherein the cancer is in an animal. 

5 1 . (Withdrawn) The method of claim 50, wherein the animal is a mammal. 

52. (Withdrawn) A kit for modulating expression of a SM2 gene in a cell, the kit 
comprising: an agent that modulates the expression of the SIM2 gene in the cell and instructions 
for using the agent to modulate the expression of the SIM2 gene in the cell. 

53. (Withdrawn) The kit of claim 52, wherein the agent is an oligonucleotide. 

54. (Withdrawn) The kit of claim 53, wherein the agent is an antisense 
oligonucleotide. 

55. (Withdrawn) The kit of claim 54, wherein the antisense oligonucleotide 
hybridizes under stringent hybridization conditions to a polynucleotide that encodes a SIM2 
protein. 

56. (Withdrawn) The kit of claim 55, wherein the antisense oligonucleotide is at least 
18 nucleotides in length and comprises a sequence that is a complement of a nucleic acid that 
encodes the SIM2 protein. 

57. (Withdrawn) The kit of claim 54, wherein the antisense oligonucleotide comprises 
a nucleic acid sequence selected from the group consisting of SEQ ID NOs: 1 1 and 12. 
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58. (Withdrawn) The kit of claim 57, wherein the nucleic acid sequence is SEQ ID 

NO:12. 

59. (New) The method of claim 26, wherein said oligonucleotide is a ribozyme. 

60. (New) The method of claim 26, wherein said oligonucleotide is a triple helix 
forming molecule that hybridizes under stringent conditions to a promoter region of a nucleic 
acid having SEQIDNO:2. 

61 . (New) The method of claim 29, wherein the antisense oligonucleotide hybridizes 
under stringent conditions to a polynucleotide sequence in the 5' untranslated, 3' untranslated, or 
coding region of said nucleic acid that is a complement of SEQ ID NO:2. 

62. (New) The method of claim 61, wherein the antisense oligonucleotide hybridizes 
under stringent conditions to a polynucleotide sequence that is between the -10 and +10 positions 
of said nucleic acid. 

63. (New) The method of claim 61, wherein the antisense oligonucleotide hybridizes 
under stringent conditions to a polynucleotide sequence that is between the +1753 and +1853 
positions of said nucleic acid. 

64. (New) The method of claim 30, wherein the antisense oligonucleotide comprises 
at least one modified phosphate backbone. 
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65. (New) The method of claim 64, wherein the modified phosphate backbone is 
selected from the group consisting of a phosphorothioate, a phosphorodithioate, a 
phosphoramidothioate, a phosphoramidate, a phosphordiamidate, a methylphosphonate, an alkyl 
phosphotriester, or a formacetal. 

66. (New) The method of claim 30, wherein the antisense oligonucleotide comprises 
at least one modified sugar moiety. 

67. (New) The method of claim 66, wherein the modified sugar moiety is selected 
from the group consisting of arabinose, 2-fluoroarabinose, xylulose, and hexose. 

68. (New) The method of claim 30, wherein the antisense oligonucleotide comprises 
at least one modified base. 

69. (New) The method of claim 68, wherein said oligonucleotide is a 2'-0- 
methylribonucleotide. 

70. (New) The method of claim 68, wherein said oligonucleotide is a chimeric RNA- 
DNA analog. 
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